Key indicators: single-crystal X-ray study; T = 273 K; mean (C-C) = 0.004 Å; R factor = 0.048; wR factor = 0.117; data-to-parameter ratio = 12.8.
The title compound, C 15 H 14 N 2 O 3 S 2 , is of interest with respect to its biological activity. The crystal structure is stabilized by intermolecular N-HÁ Á ÁN, C-HÁ Á ÁO and C-HÁ Á Á hydrogen-bonding interactions, as well as offsetinteractions [distance between the centroids of the aryl and thiazole rings of adjacent molecules of 3.954 (2) Å ]. Mo K radiation = 0.37 mm À1 T = 273 (2) K 0.57 Â 0.16 Â 0.10 mm
Related literature

Data collection
Bruker SMART APEX CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2003) T min = 0.816, T max = 0.964 12102 measured reflections 2617 independent reflections 2440 reflections with I > 2(I) R int = 0.032 Refinement R[F 2 > 2(F 2 )] = 0.048 wR(F 2 ) = 0.117 S = 1.15 2617 reflections 205 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.41 e Å À3 Á min = À0.20 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx; Ày þ 2; Àz þ 1; (ii) Àx þ 1; y À 1 2 ; Àz þ 3 2 ; (iii) x; Ày þ 3 2 ; z À 1 2 . Cg3 is the centroid of the C8-C13 benzene ring.
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT-Plus-NT (Bruker, 2000) ; data reduction: SAINT-Plus-NT; program(s) used to solve structure: SHELXS97 (Sheldrick, 1997); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997); molecular graphics: SHELXTL-NT (Bruker, 2000) ; software used to prepare material for publication: PLATON (Spek, 2003) and publCIF (Westrip, 2008) . Benzothiazole benzenesulfonamides are selective inhibitors of 11β-hydroxysteroid dehydrogenase type 1 (11β-HSD1). They have a considerable potential use for the treatment of metabolic diseases, such as diabetes mellitus type 2 or obesity (Su et al., 2006; Vicker et al., 2007) . This kind of compounds have also shown anticonvulsant activity (Siddiqui et al., 2007) .
In order to assist our knowledge about the electronic and steric requirements to shown antihyperglycemic activity, we have determined the crystal structure of the title compound, which is a new chemical entity with potential use in the treatment of diabetes.
The title compound (I) crystallizes in the centrosymmetric monoclinic space group P21/c. The crystal structure is stabilized by strong hydrogen-bonding interactions N1-H1···N2, and weak hydrogen bonding interactions C-H···O, which are forming R 2 2 (8) motifs (Bernstein et al., 1995) Fig. 1, Table 2 . In the crystal packing there are also π-facial hydrogen bonds between the methoxy group (C14) and C8-C13 benzene ring (O-CH 3 ···π) (Hanton et al., 1992; Adams et al., 1996 , Desiraju, 1991 . The distance between C14 and the ring centroid (Cg3) is 3.433 (3) Å (Fig. 2 , Table 2 ).
The crystal structure is also stabilized by offset π-π interactions between two adjacent molecules, with a distance between the centroids of the C1-C6 benzene ring (Cg2) and (S2/C7/N1/C2/C1) benzothiazol ring (Cg1) of 3.954 (2) Å (Fig. 2) . This interaction is favourable by effect of polarization of the sulfonamid group (Hunter, 1994) .
Experimental
To a solution of 2-amino-6-methylbenzothiazole (0.0030 mol) in dichloromethane (10 ml) were added triethylamine (1.1 eq), and a catalytic amount of dimethylaminopyridine (DMAP). After stirring at room temperature for 15 min, a solution of 4-methoxybenzenesulfonyl chloride (0.0033 mol, 1.1 eq) in 5 ml of dichloromethane was added droopingly. The reaction mixture was stirred at 313 K under nitrogen atmosphere for 6 h. After complete conversion as indicated by TLC, the solvent was removed in vacuo, the residue was neutralized with saturated NaHCO 3 solution, and the aqueous layer was extracted with ethyl acetate (3 x 15 ml), washed with water (3 x 20 ml), and dried over anhydrous Na 2 SO 4 . The solvent was evaporated in vacuo to give a yellow solid (m.p. 534.4 K). Single crystals of (I) were obtained from acetonitrile.
Refinement
The hydrogen H1 was located in a difference Fourier map and was refined freely. The other H atoms were constrained to the riding-model approximation [C-H aryl = 0.93 Å, U iso (H aryl ) = 1.2 U eq (C aryl ); C-H methyl = 0.96 Å, U iso (H) = 1.5 U eq (C methyl )]. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.1795 (2) 0.78238 (17) (3) N2-S1 1.614 (2) C8-S1 1.764 (3) O1-S1 1.4394 (19) C9-C10 1.367 (4) O2-S1 1.431 (2) Hydrogen-bond geometry (Å, °) 
